25 Hydroxyvitamin D January 2016 Laboratory 258
Histograms
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: ' ' ' : ' : Target Value : 287 nmaliL
20 ™ ALTM 30.6 nmalL
a0 _ Your Method Mean (MM) : 285 nmoliL
b Your result : 26.8 nmolil
:m r Bias from Targel Value : -6.6 %
:: Bias from ALTM : -12.4 %
© Bias from MM: -9.3 %
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350 25D -1SD ALTM +1 8D +25D +3 5D Sampla: 487 (n=435)
' ! ' ' : ' ' Target Value : 92.9 nmoliL
L A— ALTM 100.3 nmelfL
B Your Methed Mean (MM) : 92.7 nmelL
- Your resull 926 nmol/iL
Bias from Target Value : 08 %
. Bias from ALTM : =66 %
Bias from MM: 0.9 %
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Sample: 488 (n=935)

Target Value : 66.8 nmaol/iL
ALTM 69.0 nmol'L
Your Mathod Mean (MM) : 66.9 nmolfL
Your result : 654 nmol/L
Bias from Target Value : 2.1 %
Bias from ALTM : 5.2%
Bias from MM; 2.2%
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D Your methad (DiaSarin Liaison Total)
Sample: 489 (n=935)

Target Value : 46.7 nmol/'L
ALTM 45.0 nmalL
Your Method Mean (MM) : 46.0 nmollL
Your result 45.1 nmelL
Bias from Targel Value : =34 %
Bias from ALTM : 0.15%
Bias from MM: -2.0 %
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Sample: 450 (n=335)

Target Value : 116.9 nmaol'L
ALTM 1284 nmaliL
Your Method Mean (MM) : 126.1 nmoliL
Your resuli : 117.6 nmal’L
Bias from Target Value : 06 %
Bias from ALTM : =3.1 %
Bias from MM: -6.7 %
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